SEQUENCE LISTING 

<110> Kapeller-Libermann, Rosana 
Williamson, Mark 

<120> 17867, A Novel Human Aminopeptidase 



<130> 35800/240749(5800-36 

<150> 09/345,650 
<151> 1999-06-30 

<160> 3 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 960 
<212> PRT 

<213> Homo sapiens 



<400> 1 





Met 


Phe 


His 


Ser 


Ser 


Ala 


Met 


Val 


Asn 


Ser 


His 


Arg 


Lys 


Pro 


Met 


Phe 




1 








5 










10 










15 






Asn 


He 


His 


Arg 


Gly 


Phe 


Tyr 


Cys 


Leu 


Thr 


Ala 


He 


Leu 


Pro 


Gin 


He 










20 










25 










30 








Cys 


He 


Cys 


Ser 


Gin 


Phe 


Ser 


Val 


Pro 


Ser 


Ser 


Tyr 


His 


Phe 


Thr 


Glu 








35 










40 










45 










Asp 


Pro 
50 


Gly 


Ala 


Phe 


Pro 


Val 
55 


Ala 


Thr 


Asn 


Gly 


Glu 
60 


Arg 


Phe 


Pro 


Trp 




Gin 


Glu 


Leu 


Arg 


Leu 


Pro 


Ser 


Val 


Val 


He 


Pro 


Leu 


His 


Tyr 


Asp 


Leu 




65 










70 










75 










80 




Phe 


Val 


His 


Pro 


Asn 


Leu 


Thr 


Ser 


Leu 


Asp 


Phe 


Val 


Ala 


Ser 


Glu 


Lys 












85 










90 










95 






lie 


Glu 


Val 


Leu 
100 


Val 


Ser 


Asn 


Ala 


Thr 
105 


Gin 


Phe 


He 


He 


Leu 
110 


His 


Ser 




Lys 


Asp 


Leu 
115 


Glu 


He 


Thr 


Asn 


Ala 
120 


Thr 


Leu 


Gin 


Ser 


Glu 
125 


Glu 


Asp 


Ser 




Arg 


Tyr 
13 0 


Met 


Lys 


Pro 


Gly 


Lys 
135 


Glu 


Leu 


Lys 


Val 


Leu 
140 


Ser 


Tyr 


Pro 


Ala 




His 


Glu 


Gin 


He 


Ala 


Leu 


Leu 


Val 


Pro 


Glu 


Lys 


Leu 


Thr 


Pro 


His 


Leu 




145 










150 










155 










160 




Lys 


Tyr 


Tyr 


Val 


Ala 
165 


Met 


Asp 


Phe 


Gin 


Ala 
170 


Lys 


Leu 


Gly 


Asp 


Gly 
175 


Phe 




Glu 


Gly 


Phe 


Tyr 
180 


Lys 


Ser 


Thr 


Tyr 


Arg 
185 


Thr 


Leu 


Gly 


Gly 


Glu 
190 


Thr 


Arg 




lie 


Leu 


Ala 
195 


Val 


Thr 


Asp 


Phe 


Glu 
200 


Pro 


Thr 


Gin 


Ala 


Arg 
205 


Met 


Ala 


Phe 




Pro 


Cys 

210 


Phe 


Asp 


Glu 


Pro 


Leu 

215 


Phe 


Lys 


Ala 


Asn 


Phe 

220 


Ser 


He 


Lys 


He 




Arg 


Arg 


Glu 


Ser 


Arg 


His 


He 


Ala 


Leu 


Ser 


Asn 


Met 


Pro 


Lys 


Val 


Lys 




225 










230 










235 










240 




Thr 


He 


Glu 


Leu 


Glu 
245 


Gly 


Gly 


Leu 


Leu 


Glu 
250 


Asp 


His 


Phe 


Glu 


Thr 
255 


Thr 




Val 


Lys 


Met 


Ser 


Thr 


Tyr 


Leu 


Val 


Ala 


Tyr 


He 


Val 


Cys 


Asp 


Phe 


His 



1 



260 



Ser 


Leu 


Ser 


Gly 






275 




Ser 


Pro 


Asp 


Lys 




290 






Lys 


Leu 


Leu 


Asp 


305 








Ser 


Lys 


Leu 


Asp 


Glu 


Asn 


Trp 


Gly 








340 


Pro 


Lys 


Thr 


Ser 






355 




Ala 


His 


Glu 


Leu 




370 






Trp 


Trp 


Asn 


Asp 


385 








Leu 


lie 


Ala 


Val 


Phe 


Leu 


Asn 


Val 








420 


Ser 


Arg 


Pro 


He 






435 




Met 


Phe 


Asp 


Glu 




450 






Leu 


Lys 


Asp 


Phe 


465 








Tyr 


Leu 


Lys 


Lys 


Ser 


Ser 


Leu 


Ser 








500 


Val 


Cys 


His 


Ser 






515 




Gly 


Glu 


Asn 


Ala 




530 






Lys 


Gly 


lie 


Pro 


545 








Leu 


Gin 


Gin 


Glu 


Tirp 


Arg 


Ala 


Leu 








580 


Ser 


Thr 


Ser 


Ser 






595 




Thr 


Asp 


Thr 


Leu 




610 






Val 


Asp 


Ser 


Asn 


625 








Asp 


Gin 


Leu 


He 


Lys 


Asp 


Arg 


Val 








660 


Gly 


Arg 


Leu 


Thr 






675 




His 


Glu 


Thr 


Ser 




690 






Ser 


Phe 


Tyr 


His 



705 



Phe Thr Ser Ser 
280 

Arg Asn Gin Thr 
295 

Phe Tyr Glu Lys 
310 

Leu He Ala lie 
325 

Leu He Thr Tyr 

Ser Ala Ser Asp 
360 

Ala His Gin Trp 
375 

He Trp Leu Lys 
390 

Asn Ala Thr Tyr 
405 

Cys Phe Glu Val 

Ser Lys Pro Ala 

440 

Val Ser Tyr Asn 
455 

Leu Gly Glu Glu 
470 

Phe Ser Tyr Arg 
485 

Asn Ser Cys Leu 

Asp Pro Lys Met 
520 

Glu Val Lys Glu 
535 

Leu Leu Val Val 
550 

Arg Phe Leu Gin 
565 

Gin Glu Arg Tyr 

Ser Asn Val He 
600 

Asp Leu Pro Glu 
615 

Gly Tyr Tyr He 
630 

Thr Gin Leu Asn 

645 

Gly Leu He His 

Leu Asp Lys Ala 
680 

Ser Pro Ala Leu 
695 

Met Met Asp Arg 
710 



265 



Gly 


Val 


Lys 


Val 


His 


Tyr 


Ala 


Leu 








300 


Tyr 


Phe 


Asp 


He 






315 




Pro 


Asp 


Phe 


Ala 




330 






Arg 


Glu 


Thr 


Ser 


345 








Lys 


Leu 


Trp Val 


Phe 


Gly 


Asn 


Leu 








380 


Glu 


Gly 


Phe 


Ala 






395 




Pro 


Glu 


Leu 


Gin 




410 






He 


Thr 


Lys 


Asp 


425 








Glu 


Thr 


Pro 


Thr 


Lys 


Gly 


Ala 


Cys 








460 


Lys 


Phe 


Gin Lys 






475 




Asn 


Ala 


Lys Asn 




490 






Glu 


Ser 


Asp 


Phe 


505 








Thr 


Ser 


Asn 


Met 


Met 


Met 


Thr 


Thr 








540 


Lys 


Gin 


Asp 


Gly 






555 




Gly 


Val 


Phe 


Gin 




570 






Leu 


Trp 


His 


He 


585 








His 


Arg 


His 


He 


Lys 


Thr 


Ser 


Trp 








620 


Val 


His 


Tyr 


Glu 






635 




Gin 


Asn 


His 


Thr 




650 






Asp 


Val 


Phe 


Gin 


665 








Leu 


Asp 


Met 


Thr 


Leu 


Glu 


Gly Leu 








700 


Arg 


Asn 


He 


Ser 



715 



270 



Ser 


He 


Tyr 


Ala 


285 








Gin 


Ala 


Ser 


Leu 


Tyr 


Tyr 


Pro 


Leu 








320 


Pro Gly 


Ala 


Met 






33 5 




Leu 


Leu 


Phe 


Asp 




350 






Thr Arg 


Val 


He 


365 








Val 


Thr 


Met 


Glu 


Lys 


Tyr 


Met 


Glu 








400 


Phe 


Asp 


Asp 


Tyr 






415 




Ser 


Leu 


Asn 


Ser 




430 






Gin 


He 


Gin 


Glu 


445 








He 


Leu 


Asn 


Met 


Gly He 


He 


Gin 








480 


Asp Asp 


Leu 


Trp 






495 




Thr 


Ser 


Gly 


Gly 




510 






Leu 


Ala 


Phe 


Leu 


525 








Trp 


Thr 


Leu 


Gin 


Cys 


Ser 


Leu 


Arg 








560 


Glu Asp 


Pro 


Glu 






575 




Pro 


Leu 


Thr 


Tyr 




590 






Leu 


Lys 


Ser 


Lys 


605 








Val 


Lys 


Phe 


Asn 


Gly His 


Gly 


Trp 








640 


Leu 


Leu 


Arg 


Pro 






655 




Leu 


Val 


Gly 


Ala 




670 






Tyr 


Tyr 


Leu 


Gin 


685 








Ser 


Tyr 


Leu 


Glu 


Asp 


He 


Ser 


Glu 



720 



2 



Asn 


Leu 


Lys Arg 


Tyr 


Leu 


Leu 


Gin 


Tyr 


Phe 


Lys 


Pro 


Val 


He 


Asp 


Arg 








725 










730 










735 




Gin 


Ser 


Trp Ser 


Asp 


Lys 


Gly 


Ser 


Val 


Trp 


Asp 


Arg 


Met 


Leu 


Arg 


Ser 






740 










745 










750 






Ala 


Leu 


Leu Lys 


Leu 


Ala 


Cys 


Asp 


Leu 


Asn 


His 


Ala 


Pro 


Cys 


He 


Gin 






755 








760 










765 








Lys 


Ala 


Ala Glu 


Leu 


Phe 


Ser 


Gin 


Trp 


Met 


Glu 


Ser 


Ser 


Gly 


Lys 


Leu 




770 








775 










780 










Asn 


He 


Pro Thr 


Asp 


Val 


Leu 


Lys 


He 


Val 


Tyr 


Ser 


Val 


Gly 


Ala 


Gin 


785 








790 










795 










800 


Thr 


Thr 


Ala Gly 


Trp Asn 


Tyr 


Leu 


Leu 


Glu 


Gin 


Tyr 


Glu 


Leu 


Ser 


Met 








805 










810 










815 




Ser 


Ser 


Ala Glu 


Gin 


Asn 


Lys 


He 


Leu 


Tyr 


Ala 


Leu 


Ser 


Thr 


Ser 


Lys 






820 










825 










830 






His 


Gin 


Glu Lys 


Leu 


Leu 


Lys 


Leu 


He 


Glu 


Leu 


Gly 


Met 


Glu 


Gly 


Lys 






835 








840 










845 








Val 


He 


Lys Thr 


Gin 


Asn 


Leu 


Ala 


Ala 


Leu 


Leu 


His 


Ala 


He 


Ala 


Arg 




850 








855 










860 










Arg 


Pro 


Lys Gly 


Gin 


Gin 


Leu 


Ala 


Trp 


Asp 


Phe 


Val 


Arg 


Glu 


Asn 


Trp 


865 








870 










875 










880 


Thr 


His 


Leu Leu 


Lys 


Lys 


Phe 


Asp 


Leu 


Gly 


Ser 


Tyr 


Asp 


He 


Arg 


Met 








885 










890 










895 




lie 


lie 


Ser Gly 


Thr 


Thr 


Ala 


His 


Phe 


Ser 


Ser 


Lys 


Asp 


Lys 


Leu 


Gin 






900 










905 










910 






Glu 


Val 


Lys Leu 


Phe 


Phe 


Glu 


Ser 


Leu 


Glu 


Ala 


Gin 


Gly 


Ser 


His 


Leu 






915 








920 










925 








Asp 


He 


Phe Gin 


Thr 


Val 


Leu 


Glu 


Thr 


He 


Thr 


Lys 


Asn 


He 


Lys 


Trp 




930 








935 










940 










Leu 


Glu 


Lys Asn 


Leu 


Pro 


Thr 


Leu 


Arg 


Thr 


Trp 


Leu 


Met 


Val 


Asn 


Thr 


945 








950 










955 










960 



<210> 2 

<211> 3366 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (146) . . . (3028) 
<400> 2 

ccccgcgtcc ggcatgattt aagattaaat tcatgtattg aaaatattgt tcagacccca 60 

tgtgacataa ctggagccag tgcagtgcca tgaagaacta cgagattagc ctggatatta 12 0 
acttgtcttc tagagaatag atttc atg ttc cat tct tct gca atg gtt aat 172 

Met Phe His Ser Ser Ala Met Val Asn 
1 5 

tea cac aga aaa cca atg ttt aac att cac aga gga ttt tac tgc tta 220 
Ser His Arg Lys Pro Met Phe Asn He His Arg Gly Phe Tyr Cys Leu 
10 15 20 25 

aca gcc ate ttg ccc caa ata tgc att tgt tct cag ttc tea gtg cca 268 
Thr Ala He Leu Pro Gin He Cys He Cys Ser Gin Phe Ser Val Pro 
30 35 40 



tct agt tat cac ttc act gag gat cct ggg get ttc cca gta gcc act 316 



Ser Ser Tyr His Phe Thr Glu Asp Pro Gly Ala Phe Pro Val Ala Thr 
45 50 55 



ggg gaa cga ttt cct tgg cag gag eta agg etc ccc agt gtg gtc 364 
Asn Gly Glu Arg Phe Pro Trp Gin Glu Leu Arg Leu Pro Ser Val Val 
60 65 70 

att cct etc cat tat gac etc ttt gtc cae ccc aat etc ace tet ctg 412 
lie Pro Leu His Tyr Asp Leu Phe Val His Pro Asn Leu Thr Ser Leu 
75 80 85 

gac ttt gtt gca tet gag aag ate gaa gtc ttg gtc age aat get acc 460 
Asp Phe Val Ala Ser Glu Lys lie Glu Val Leu Val Ser Asn Ala Thr 
90 95 100 105 

cag ttt ate ate ttg cae age aaa gat ctt gaa ate aeg aat gee ace 508 
Gin Phe He He Leu His Ser Lys Asp Leu Glu He Thr Asn Ala Thr 

110 115 120 

ctt cag tea gag gaa gat tea aga tac atg aaa oca gga aaa gaa ctg 556 
Leu Gin Ser Glu Glu Asp Ser Arg Tyr Met Lys Pro Gly Lys Glu Leu 
125 130 135 

aaa gtt ttg agt tac cct get cat gaa caa att gca ctg ctg gtt cea 604 
Lys Val Leu Ser Tyr Pro Ala His Glu Gin He Ala Leu Leu Val Pro 
140 145 150 

gag aaa ctt acg cct cac ctg aaa tac tat gtg get atg gac ttc caa 652 
Glu Lys Leu Thr Pro His Leu Lys Tyr Tyr Val Ala Met Asp Phe Gin 
155 160 165 

gee aag tta ggt gat ggc ttt gaa ggg ttt tat aaa age aca tac aga 700 
Ala Lys Leu Gly Asp Gly Phe Glu Gly Phe Tyr Lys Ser Thr Tyr Arg 
170 175 180 185 

act ctt ggt ggt gaa aca aga att ctt gca gta aca gat ttt gag cca 748 
Thr Leu Gly Gly Glu Thr Arg He Leu Ala Val Thr Asp Phe Glu Pro 
190 195 200 

ace cag gca cgc atg get ttc cct tgc ttt gat gaa ccg ttg ttc aaa 796 
Thr Gin Ala Arg Met Ala Phe Pro Cys Phe Asp Glu Pro Leu Phe Lys 
205 210 215 

gcc aac ttt tea ate aag ata cga aga gag age agg cat att gca eta 844 
Ala Asn Phe Ser He Lys He Arg Arg Glu Ser Arg His He Ala Leu 
220 225 230 

tec aac atg cea aag gtt aag aca att gaa ctt gaa gga ggt ctt ttg 892 
Ser Asn Met Pro Lys Val Lys Thr He Glu Leu Glu Gly Gly Leu Leu 
235 240 245 

gaa gat cac ttt gaa act act gta aaa atg agt aca tac ctt gta gcc 940 
Glu Asp His Phe Glu Thr Thr Val Lys Met Ser Thr Tyr Leu Val Ala 
250 255 260 265 

tac ata gtt tgt gat ttc cae tet ctg agt ggc ttc act tea tea ggg 988 
Tyr He Val Cys Asp Phe His Ser Leu Ser Gly Phe Thr Ser Ser Gly 



4 



270 



275 



280 



gtc aag gtg tec ate tat gca tec cca gac aaa egg aat caa aca cat 1036 
Val Lys Val Ser lie Tyr Ala Ser Pro Asp Lys Arg Asn Gin Thr His 
285 290 295 

tat get ttg cag gca tea ctg aag eta ctt gat ttt tat gaa aag tac 1084 
Tyr Ala Leu Gin Ala Ser Leu Lys Leu Leu Asp Phe Tyr Glu Lys Tyr 
300 305 310 

ttt gat ate tac tat cca etc tec aaa ctg gat tta att get att cct 1132 
Phe Asp lie Tyr Tyr Pro Leu Ser Lys Leu Asp Leu He Ala He Pro 
315 320 325 

gae ttt gca cct gga gee atg gaa aat tgg ggc etc att aca tat agg 1180 
Asp Phe Ala Pro Gly Ala Met Glu Asn Trp Gly Leu He Thr Tyr Arg 
330 335 340 345 

gag acg tea ctg ctt ttt gac ccc aag acc tct tct get tec gat aaa 1228 
Glu Thr Ser Leu Leu Phe Asp Pro Lys Thr Ser Ser Ala Ser Asp Lys 
350 355 360 

Ctg tgg gtc acc aga gtc ata gee cat gaa ctg gcg cac cag tgg ttt 1276 
Leu Trp Val Thr Arg Val He Ala His Glu Leu Ala His Gin Trp Phe 
365 370 375 

ggc aac ctg gtc aca atg gaa tgg tgg aat gat att tgg ctt aag gag 1324 
Gly Asn Leu Val Thr Met Glu Trp Trp Asn Asp He Trp Leu Lys Glu 
380 385 390 

ggt ttt gca aaa tac atg gaa ctt ate get gtt aat get aca tat cca 1372 
Gly Phe Ala Lys Tyr Met Glu Leu He Ala Val Asn Ala Thr Tyr Pro 
395 400 405 

gag ctg caa ttt gat gac tat ttt ttg aat gtg tgt ttt gaa gta att 142 0 
Glu Leu Gin Phe Asp Asp Tyr Phe Leu Asn Val Cys Phe Glu Val He 
410 415 420 425 

aca aaa gat tea ttg aat tea tec cgc cct ate tec aaa cca gcg gaa 1468 
Thr Lys Asp Ser Leu Asn Ser Ser Arg Pro He Ser Lys Pro Ala Glu 
430 435 440 

acc ccg act caa ata cag gaa atg ttt gat gaa gtt tee tat aac aag 1516 
Thr Pro Thr Gin He Gin Glu Met Phe Asp Glu Val Ser Tyr Asn Lys 
445 450 455 

gga get tgt att ttg aat atg etc aag gat ttt ctg ggt gag gag aaa 1564 
Gly Ala Cys He Leu Asn Met Leu Lys Asp Phe Leu Gly Glu Glu Lys 
460 465 470 

ttc cag aaa gga ata att cag tac tta aag aag ttc age tat aga aat 1612 
Phe Gin Lys Gly He He Gin Tyr Leu Lys Lys Phe Ser Tyr Arg Asn 
475 480 485 

get aag aat gat gac ttg tgg age agt ctg tea aat agt tgt tta gaa 1660 
Ala Lys Asn Asp Asp Leu Trp Ser Ser Leu Ser Asn Ser Cys Leu Glu 
490 495 500 505 



5 



agt gat ttt aca tct ggt gga gtt tgt cat teg gat ccc aag atg aca 1708 
Ser Asp Phe Thr Ser Gly Gly Val Cys His Ser Asp Pro Lys Met Thr 
510 515 520 

agt aac atg etc gcc ttt ctg ggg gaa aat gca gag gtc aaa gag atg 1756 
Ser Asn Met Leu Ala Phe Leu Gly Glu Asn Ala Glu Val Lys Glu Met 
525 530 535 

atg act aca tgg act etc cag aaa gga ate ccc ctg ctg gtg gtt aaa 1804 
Met Thr Thr Trp Thr Leu Gin Lys Gly He Pro Leu Leu Val Val Lys 
540 545 550 

caa gac ggg tgt tea etc cga ctg caa cag gag cgc ttc etc cag ggg 1852 
Gin Asp Gly Cys Ser Leu Arg Leu Gin Gin Glu Arg Phe Leu Gin Gly 
555 560 565 

gtt ttc cag gaa gac cct gaa tgg agg gcc ctg cag gag agg tac ctg 1900 
Val Phe Gin Glu Asp Pro Glu Trp Arg Ala Leu Gin Glu Arg Tyr Leu 
570 575 580 585 

tgg cat ate cea ttg ace tac tec acg agt tct tct aat gtg ate cac 1948 
Trp His He Pro Leu Thr Tyr Ser Thr Ser Ser Ser Asn Val He His 
590 595 600 

aga cac att eta aaa tea aag aca gat act ctg gat eta cct gaa aag 1996 
Arg His lie Leu Lys Ser Lys Thr Asp Thr Leu Asp Leu Pro Glu Lys 
605 610 615 

acc agt tgg gtg aaa ttt aat gtg gac tea aat ggt tac tac ate gtt 2044 
Thr Ser Trp Val Lys Phe Asn Val Asp Ser Asn Gly Tyr Tyr He Val 
620 625 630 

cac tat gag ggt eat gga tgg gac caa etc att aca cag ctg aat cag 2092 
His Tyr Glu Gly His Gly Trp Asp Gin Leu He Thr Gin Leu Asn Gin 
635 640 645 

aac cac aca ctt etc aga cct aag gac aga gta ggt ctg att cat gat 2140 
Asn His Thr Leu Leu Arg Pro Lys Asp Arg Val Gly Leu He His Asp 
650 655 660 665 

gtg ttt cag eta gtt ggt gca ggg aga ctg acc eta gac aaa get ctt 2188 
Val Phe Gin Leu Val Gly Ala Gly Arg Leu Thr Leu Asp Lys Ala Leu 
670 675 680 

gac atg act tac tac etc caa eat gaa aca age age ccc gca ctt etc 2236 
Asp Met Thr Tyr Tyr Leu Gin His Glu Thr Ser Ser Pro Ala Leu Leu 
685 690 695 

gaa ggt ctg agt tac ttg gaa teg ttt tac cac atg atg gac aga agg 22 84 
Glu Gly Leu Ser Tyr Leu Glu Ser Phe Tyr His Met Met Asp Arg Arg 
700 705 710 

aat att tea gat ate tct gaa aac etc aag egt tac ctt ctt cag tat 2332 
Asn He Ser Asp He Ser Glu Asn Leu Lys Arg Tyr Leu Leu Gin Tyr 
715 720 725 



6 



ttt aag cca gtg att gac agg caa age tgg agt gac aag ggc tea gtc 23 8 0 
Phe Lys Pro Val He Asp Arg Gin Ser Trp Ser Asp Lys Gly Ser Val 
730 735 740 745 

tgg gac agg atg etc cgc teg get etc ttg aag ctg gcc tgt gac ctg 2428 
Trp Asp Arg Met Leu Arg Ser Ala Leu Leu Lys Leu Ala Cys Asp Leu 
750 755 760 

aac cat get cct tgc ate cag aaa get get gaa etc ttc tec cag tgg 2476 
Asn His Ala Pro Cys He Gin Lys Ala Ala Glu Leu Phe Ser Gin Trp 
765 770 775 

atg gaa tec agt gga aaa tta aat ata cca aca gat gtt tta aag att 2524 
Met Glu Ser Ser Gly Lys Leu Asn He Pro Thr Asp Val Leu Lys He 
780 785 790 

gtg tat tet gtg ggt get cag aca aea gea gga tgg aat tac ett tta 2572 
Val Tyr Ser Val Gly Ala Gin Thr Thr Ala Gly Trp Asn Tyr Leu Leu 
795 800 805 



gag caa tat gaa ctg tea atg tea agt get gaa caa aac aaa att ctg 
Glu Gin Tyr Glu Leu Ser Met Ser Ser Ala Glu Gin Asn Lys He Leu 
810 815 820 825 

tat get ttg tea acg age aag cat cag gaa aag tta ctg aag tta att 
Tyr Ala Leu Ser Thr Ser Lys His Gin Glu Lys Leu Leu Lys Leu He 
830 835 840 



etc ett eat gcg att gee aga egt cca aag ggg cag caa eta gea tgg 
Leu Leu His Ala He Ala Arg Arg Pro Lys Gly Gin Gin Leu Ala Trp 
860 865 870 

gat ttt gta aga gaa aat tgg ace eat ett ctg aaa aaa ttt gac ttg 
Asp Phe Val Arg Glu Asn Trp Thr His Leu Leu Lys Lys Phe Asp Leu 
875 880 885 

ggc tea tat gac ata agg atg ate ate tet ggc aea aea get cac ttt 
Gly Ser Tyr Asp He Arg Met He He Ser Gly Thr Thr Ala His Phe 
890 895 900 905 

tet tec aag gat aag ttg caa gag gtg aaa eta ttt ttt gaa tet ett 
Ser Ser Lys Asp Lys Leu Gin Glu Val Lys Leu Phe Phe Glu Ser Leu 
910 915 920 



2620 



2668 



gaa eta gga atg gaa gga aag gtt ate aag aea cag aac ttg gea get 2716 
Glu Leu Gly Met Glu Gly Lys Val He Lys Thr Gin Asn Leu Ala Ala 
845 850 855 



2764 



2812 



2860 



2908 



gag get caa gga tea eat ctg gat att ttt caa act gtt ctg gaa acg 2956 
Glu Ala Gin Gly Ser His Leu Asp He Phe Gin Thr Val Leu Glu Thr 
925 930 935 



3004 



ata ace aaa aat ata aaa tgg ctg gag aag aat ett ecg act ctg agg 
He Thr Lys Asn He Lys Trp Leu Glu Lys Asn Leu Pro Thr Leu Arg 
940 945 950 

act tgg eta atg gtt aat act taa atggtcaata gaaaaagtag gctgggcgcg 3058 



7 



Thr Trp Leu Met Val Asn Thr 
955 960 



gtggctcacg cctgtaatcc cagcactttg 
ggagatggag accatcctgg ctaacacggt 
attagccggg catggtggca ggtgcctgta 
aaatggcata aacccgggag gtggagcttg 
agcctgggtg actgagcgag actctgtctc 
aaaaaaaa 



ggaggctgag aagggcggat cacgaggtca 3118 
gagaccccgt ctccgctaaa aatacaaaaa 3178 
gtcccagcta ctcggcaggc tgcagcagga 323 8 
cagtgagccg agattgcacc actgcattcc 3298 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3358 

3366 



<210> 3 

<211> 2883 

<212> DNA 

<213> homo sapiens 



<400> 3 

atgttccatt cttctgcaat ggttaattca 
ggattttact gcttaacagc catcttgccc 
ccatctagtt atcacttcac tgaggatcct 
cgatttcctt ggcaggagct aaggctcccc 
tttgtccacc ccaatctcac ctctctggac 
gtcagcaatg ctacccagtt tatcatcttg 
acccttcagt cagaggaaga ttcaagatac 
agttaccctg ctcatgaaca aattgcactg 
aaatactatg tggctatgga cttccaagcc 
aaaagcacat acagaactct tggtggtgaa 
ccaacccagg cacgcatggc tttcccttgc 
tcaatcaaga tacgaagaga gagcaggcat 
acaattgaac ttgaaggagg tcttttggaa 
acataccttg tagcctacat agtttgtgat 
9g99tcaagg tgtccatcta tgcatcccca 
caggcatcac tgaagctact tgatttttat 
tccaaactgg atttaattgc tattcctgac 
ctcattacat atagggagac gtcactgctt 
aaactgtggg tcaccagagt catagcccat 
gtcacaatgg aatggtggaa tgatatttgg 
cttatcgctg ttaatgctac atatccagag 
tgttttgaag taattacaaa agattcattg 
gaaaccccga ctcaaataca ggaaatgttt 
attttgaata tgctcaagga ttttctgggt 
tacttaaaga agttcagcta tagaaatgct 
aatagttgtt tagaaagtga ttttacatct 
acaagtaaca tgctcgcctt tctgggggaa 
tggactctcc agaaaggaat ccccctgctg 
ctgcaacagg agcgcttcct ccagggggtt 
caggagaggt acctgtggca tatcccattg 
cacagacaca ttctaaaatc aaagacagat 
gtgaaattta atgtggactc aaatggttac 
gaccaactca ttacacagct gaatcagaac 
ggtctgattc atgatgtgtt tcagctagtt 
cttgacatga cttactacct ccaacatgaa 
agttacttgg aatcgtttta ccacatgatg 
aacctcaagc gttaccttct tcagtatttt 
gacaagggct cagtctggga caggatgctc 
ctgaaccatg ctccttgcat ccagaaagct 
agtggaaaat taaatatacc aacagatgtt 
acaacagcag gatggaatta ccttttagag 



cacagaaaac caatgtttaa cattcacaga 60 
caaatatgca tttgttctca gttctcagtg 12 0 
ggggctttcc cagtagccac taatggggaa 180 
agtgtggtca ttcctctcca ttatgacctc 240 
tttgttgcat ctgagaagat cgaagtcttg 3 00 
cacagcaaag atcttgaaat cacgaatgcc 360 
atgaaaccag gaaaagaact gaaagttttg 420 
ctggttccag agaaacttac gcctcacctg 480 
aagttaggtg atggctttga agggttttat 54 0 
acaagaattc ttgcagtaac agattttgag 600 
tttgatgaac cgttgttcaa agccaacttt 660 
attgcactat ccaacatgcc aaaggttaag 72 0 
gatcactttg aaactactgt aaaaatgagt 780 
ttccactctc tgagtggctt cacttcatca 840 
gacaaacgga atcaaacaca ttatgctttg 900 
gaaaagtact ttgatatcta ctatccactc 960 
tttgcacctg gagccatgga aaattggggc 102 0 
tttgacccca agacctcttc tgcttccgat 1080 
gaactggcgc accagtggtt tggcaacctg 1140 
cttaaggagg gttttgcaaa atacatggaa 1200 
ctgcaatttg atgactattt tttgaatgtg 1260 
aattcatccc gccctatctc caaaccagcg 132 0 
gatgaagttt cctataacaa gggagcttgt 1380 
gaggagaaat tccagaaagg aataattcag 144 0 
aagaatgatg acttgtggag cagtctgtca 1500 
ggtggagttt gtcattcgga tcccaagatg 1560 
aatgcagagg tcaaagagat gatgactaca 1620 
gtggttaaac aagacgggtg ttcactccga 1680 
ttccaggaag accctgaatg gagggccctg 1740 
acctactcca cgagttcttc taatgtgatc 1800 
actctggatc tacctgaaaa gaccagttgg 1860 
tacatcgttc actatgaggg tcatggatgg 1920 
cacacacttc tcagacctaa ggacagagta 1980 
ggtgcaggga gactgaccct agacaaagct 204 0 
acaagcagcc ccgcacttct cgaaggtctg 2100 
gacagaagga atatttcaga tatctctgaa 2160 
aagccagtga ttgacaggca aagctggagt 22 2 0 
cgctcggctc tcttgaagct ggcctgtgac 22 80 
gctgaactct tctcccagtg gatggaatcc 2340 
ttaaagattg tgtattctgt gggtgctcag 2400 
caatatgaac tgtcaatgtc aagtgctgaa 2460 
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caaaacaaaa ttctgtatgc tttgtcaacg 
attgaactag gaatggaagg aaaggttatc 
gcgattgcca gacgtccaaa ggggcagcaa 
acccatcttc tgaaaaaatt tgacttgggc 
acaacagctc acttttcttc caaggataag 
cttgaggctc aaggatcaca tctggatatt 
aatataaaat ggctggagaa gaatcttccg 
taa 



agcaagcatc aggaaaagtt actgaagtta 2520 
aagacacaga acttggcagc tctccttcat 2580 
ctagcatggg attttgtaag agaaaattgg 2640 
tcatatgaca taaggatgat catctctggc 2700 
ttgcaagagg tgaaactatt ttttgaatct 2760 
tttcaaactg ttctggaaac gataaccaaa 2 82 0 
actctgagga cttggctaat ggttaatact 2880 

2883 
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